Redescription and first molecular characterization of the little known feline neurotropic nematode Gurltia paralysans (Nematoda: Metastrongyloidea).
Gurltia paralysans is a poorly documented metastrongyloid nematode of cats, which mainly parasitizes the veins in the spinal cord subarachnoid space and parenchyma. Parasitic paraparesis caused by G. paralysans is a lesser-known spinal cord disease affecting domestic and wild felids of South America. Regions where feline gurltiosis is endemic include the southern parts of Chile and Argentina. Intra vitam diagnosis of feline gurltiosis remains challenging and is based primarily on neurological signs and the exclusion of other ethiologies for feline myelopathies. In view of the lack of information in the literature for this neglected feline neurological parasitosis, we have undertaken a detailed redescription and molecular characterization to expand on the previously available details in the original descriptions by Wolffhügel in 1993. The specimens used in this study were collected from spinal cord lesions of gurltiosis-affected domestic cats. Female and male specimens were morphologically and morphometrically examined using light and scanning electron microscopy. Molecular characterization was performed by sequencing a partial region of the nuclear ribosomal DNA and cytochrome oxidase gene of this parasite, and phylogenetic trees were constructed from the 28S D2-D3 and ITS2 regions using the Maximum Likelihood method. Sequence matching and phylogenetic analysis with these new sequences were consistent with the morphological classification of G. paralysans being within the Metastrongyloidea superfamily, but no consistent relation to a specific metastrongyloid family. The newly developed G. paralysans-specific PCR described here not only provides a useful diagnostic tool for feline gurltiosis in domestic cats living in endemic areas, but could also be used in large-scale epidemiological surveys on the intermediate mollusk host and the final host. By combining the morphology, molecular, and phylogenetic data we have reliably identified G. paralysans and confirmed its taxonomic status within the Metastrongyloidea.